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AIP, ALK, APC, ATM, AXIN2, BAP1, BARD1, BLM, BMPR1A, BRCA1, BRCA2, BRIP1, CASR,
CDC73, CDH1, CDK4, CDKN1B, CDKN1C, CDKNZ2A, CEBPA, CHEK?2, CTNNA1, DICER],
DIS3L2, EGFR, EPCAM, FH, FLCN, GATA2, GPC3, GREM1, HOXB13, HRAS, KIT, MAX, MEN1,
MET, MITF, MLH1, MSH2, MSH3, MSH6, MUTYH, NBN, NF1, NF2, NTHL1, PALB2, PDGFRA,
PHOX2B, PMS2, POLD1, POLE, POT1, PRKAR1A, PTCH1, PTEN, RAD50, RAD51C, RAD51D,
RB1, RECQL4, RET, RUNX1, SDHA, SDHAF2, SDHB, SDHC, SDHD, SMAD4, SMARCAA4,
SMARCB1, SMARCEL1, STK11, SUFU, TERC, TERT, TMEM127, TP53, TSC1, TSC2, VHL, WRN,
WT1
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1+ APC : The 1B promoter region is covered by both sequencing and deletion/duplication
analysis. The 1A promoter region is covered by deletion/duplication analysis. Sequencing
analysis for exons 5 includes only cds +/- 10 bp.
~ ATM : Sequencing analysis for exons 6, 24, 43 includes only cds +/- 10 bp.
BMPR1A : Deletion/duplication analysis covers the promoter region.
BRCAL : Sequence analysis includes +/- 20 base pairs of adjacent intronic sequence.
BRCAZ2 : Sequence analysis includes +/- 20 base pairs of adjacent intronic sequence.
DICERL1 : Sequencing analysis for exons 22 includes only cds +/- 10 bp.
DIS3L2 : Deletion/duplication analysis is not offered for exon 19.
EPCAM : Sequencing analysis is not offered for this gene.
FH : Sequencing analysis for exons 9 includes only cds +/- 10 bp.
10~ GPC3 : Sequencing analysis for exons 3 includes only cds +/- 10 bp.
11~ GREML1 : Promoter region duplication testing only.
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12~ MAX : Sequencing analysis for exons 2 includes only cds +/- 10 bp.

13~ MENL1 : Sequencing analysis for exons 2 includes only cds +/- 10 bp.

14~ MET : Sequencing analysis for exons 12 includes only cds +/- 10 bp.

15~ MITF : c.952G>A, p.Glu318Lys variant only.

16 ~  MLHL1 : Deletion/duplication analysis covers the promoter region. Sequencing analysis
for exons 12 includes only cds +/- 10 bp.

17~ MSH2: Analysis includes the exon 1-7 inversion (Boland mutation). Sequencing analysis
for exons 2, 5 includes only cds +/- 10 bp.

18 ~  MSH3 : Sequencing analysis of the repeat region of exon 1 (5 : 79950697-79950765) is
not offered.

19~ MSHG6 : Sequencing analysis for exons 7, 10 includes only cds +/- 10 bp.

20 ~ NF1 : Sequencing analysis for exons 2, 7, 25, 41, 48 includes only cds +/- 10 bp.

21 ~ PHOX2B : Alanine repeat numbers for the commonly-expanded region in exon 3 are not
determined.

22~ PMS2 : Sequencing analysis for exons 7 includes only cds +/- 10 bp.

23~ POLD1 : Sequencing analysis for exons 22 includes only cds +/- 10 bp.

24 ~  PTEN:Deletion/duplication analysis covers the promoter region. Sequencing analysis for
exons 8 includes only cds +/- 10 bp.

25~ RB1 : Sequencing analysis for exons 15-16 includes only cds +/- 10 bp.

26 ~  RECQL4 : Sequencing analysis for exons 13-15 includes only cds +/- 10 bp.

27 ~  SDHA : Deletion/duplication analysis is not offered for this gene and sequencing analysis
is not offered for exon 14. Sequencing analysis for exons 6-8 includes only cds +/- 10 bp.

28 ~ SDHC : Sequencing analysis for exons 2, 6 includes only cds +/- 10 bp.

29 ~  TP53 : Deletion/duplication analysis covers the promoter region.

30~ TSC1 : Sequencing analysis for exons 21 includes only cds +/- 10 bp.

31~ WRN : Deletion/duplication analysis is not offered for exons 10-11. Sequencing analysis
for exons 8, 10-11 includes only cds +/- 10 bp.
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